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" ITGAV, CD51, MSK8, VNRA, VTNR, integrin subunit

E alpha v wE: A, NE, KR
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The alpha-V (ITGAV) integrins are receptors for vitronectin, cytotactin, fibronectin, fibrinogen, EFEEMS: BREIZ B -20°CTE—F, Bk EFR.
laminin, matrix metalloproteinase-2, osteopontin, osteomodulin, prothrombin, fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
thrombospondin and vVWF. They recognize the sequence R-G-D in a wide array of ligands. EAREM 50%H MAVEA T MR,

ITGAV:ITGB3 binds to fractalkine (CX3CL1) and may act as its coreceptor in CX3CR1-dependent
fractalkine signaling . ITGAV:ITGB3 binds to NRG1 (via EGF domain) and this binding is essential
for NRG1-ERBB signaling. ITGAV:ITGB3 binds to FGF1 and this binding is essential for FGF1
signaling . ITGAV:ITGB3 binds to IGF1 and this binding is essential for IGF1 signaling.
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