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Methylates CpG residues. Preferentially methylates hemimethylated DNA. Associates with DNA fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
replication sites in S phase maintaining the methylation pattern in the newly synthesized fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
strand, that is essential for epigenetic inheritance. Associates with chromatin during G2 and M BEEERM 500 H AR ENR.
phases to maintain DNA methylation independently of replication. It is responsible for
maintaining methylation patterns established in development. DNA methylation is
coordinated with methylation of histones. Mediates transcriptional repression by direct
binding to HDAC2.
1%
iR
IHC #: Dnmt1 e (55 K133984). IHC 1 Dnmtl EEI(HS K133984).
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