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This gene product belongs to the histone deacetylase family. Histone deacetylases act via the fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
formation of large multiprotein complexes and are responsible for the deacetylation of lysine fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
residues on the N-terminal region of the core histones (H2A, H2B, H3 and H4). This protein also ERZEBEM 50%H HBERTAE iR,
forms transcriptional repressor complexes by associating with many different proteins,
including YY1, a mammalian zinc-finger transcription factor. Thus it plays an important role in
transcriptional regulation, cell cycle progression and developmental events.
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IHC # HDAC2 ZEI (52 K134113). IHC #7 HDAC2 BH (XS K134113) IHC 1 HDAC2 BE (15 S K134113).
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