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May play an essential role in local proteolysis of the extracellular matrix and in leukocyte
migration. Could play a role in bone osteoclastic resorption. Cleaves KiSS1 at a Gly-|-Leu bond.
Cleaves type IV and type V collagen into large C-terminal three quarter fragments and shorter
N-terminal one quarter fragments. Degrades fibronectin but not laminin or Pz-peptide.

G

ETERM: BWEIZERE 20°CTHE—F, BRREFR.
fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
EAREM 509%H MAVEAEE MR,

St

IHC # MMP9 BB (575 K236396).

#a: NE LPS A S ARSI T AT, 4% 2 R R
(]85 KSG1101) ERE 12-24 /\Bg.

NERBE TERIREERTH, pH 6.0) (KSG1201),
98°C, 20 £3%h. -

—H1: 1: 800 #5%%, 4°C WHEIR.

ZH: S-vision REAK SR _(LETVNE), BIRE
(552 KB3903), Z=BIFE 20 8.

For Research Use Only!

COOKBIO 45kt

IF #2i MMP9 Z 1 (555 K236396)(4If) .

#an: KR lps (6h) FESHFRERERD, 4%SRAE

(555 KSG1101) EE 12-24 /Y.

MRIESE: Tris-EDTA FURIEE R (pH 9.0) (KSG1203),

98°C, 20 73%4.

#4): 3% BSA (585 KSGC305010) Ky PBS AR, =

BYE 30 9.
—1: 1: 800 # %%, 4°C AR,

ZHu: Cy3 tRiclUEFUVIR 1gG (H+L) (555 KB63903),

1:300

%, TRFEF 1/

IF #3l MMP9 BH (55 K236396)(416) .

Hih: AR LPS SRS ESRNN, 4% 2 RRE (K
S KSG1101) EE 12-24 /|\BF.

MREE: Tris-EDTA FURIEE & (pH 9.0) (KSG1203),

98°C, 20 %4
$4): 3% BSA (525 KSGC305010) #9 PBS A&, =
RIEE 30 9.

—H1: 1: 800 15%%, 4°C B ER.
ZH:Cy3 *H_?lamiﬁd\ﬁ 1gG (H+L) (532 KB63903),
1:300 #%%, Z=RMFF 1 /).

Ver. No.: V1-202603

ﬁi!ﬁ%ﬁii%ﬂ}iﬁﬂﬁ’&ﬁl www.cookbio.cn | 400-6027-270
B EN T RMFRATFEXSH ZB3I88S EMEL NIERR 221k



