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Nibrin is a protein associated with the repair of double strand breaks (DSBs) which pose serious EESS: AWIIZERE 20°CTEE—F, BRREFR.
damage to a genome. It is a 754 amino acid protein identified as a member of the fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
NBS1/hMrell/RAD50(N/M/R, more commonly referred to as MRN) double strand DNA break BBEEBM S0%H BRI E PR,

repair complex. This complex recognizes DNA damage and rapidly relocates to DSB sites and
forms nuclear foci. It also has a role in regulation of N/M/R (MRN) protein complex activity
which includes end-processing of both physiological and mutagenic DNA double strand breaks

(DSBs).
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IHC &3 p95 NBS1 ZEH(5S K135382). IF #2 p95 NBS1 ZEH (IS K135382)(L1f) . IF M p95 NBS1 BH (555 K135382)(élﬁ'_=.) .
#m: KRS, 4%ZRBE (555 KSG1101) EE R R, 4% ZREBE (555 KSG1101) EE & NEREH, 4%ZRHE (555 KSG1101) EE
12-24 /)\BS, 12-24 /]\BS, 12-24 /)\B,
HEEE IFEREEERTH, pH 6.0) (KSG1201), HABEEE: Tris-EDTA HRBER(pH 9.0) (KSG1203),  HIEIESE: Tris-EDTA HEEE & (pH 9.0) (KSG1203),
98°C, 20 43¥. 98°C, 20 3 ¥h. 98°C, 20 3%,
—¥1: 1: 1500 51§, 4°C [FEER. $114: 3% BSA (55 KSGC305010) BY PBS AR, E $44: 3% BSA (35S KSGC305010) HJ PBS &R, &
—H7 S-vision BEHZE" Tn‘J(IJJ$T“%) B (B RWEA 30 HE. SEIEE 30 9,
= KB3906), ZBIFE 20 775 —31: 1: 1500 #18, 4°C HBEER. —¥1: 1: 1500 518, 4°C IFBER.
T Cy3 FRELIES 1gG (H+L) (555 KB63909), 1:  —#: Cy3 #RigLUE % 1gG (H+L) (555 KB63909), 1:
300 755, =RATE 1 /1. 300 755, =RMEE 1/1H.
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