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RAD51 is a eukaryotic gene, which is highly conserved from yeast to humans. The enzyme BERM: BREIZER 20°CTEEFE—F, SRk S5,
encoded by this gene is a member of the RAD51 protein family which assists in repair of DNA fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
double strand breaks. In humans, RAD51 is a 339-amino acid protein that plays a major role in EAREM 50%H MAVEA T MR,
homologous recombination of DNA during double strand break repair. In this process, an ATP
dependent DNA strand exchange takes place in which a template strand invades base-paired
strands of homologous DNA molecules. RAD51 is involved in the search for homology and
strand pairing stages of the process.
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