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F1E4 ADAM15, MDC15, ADAM metallopeptidase domain 15 . . .
RER KLH {EBEHY/NEL ADAM15 & ARAK LN =N
Uniprot ID 088839 #HRREL: 1: 500-1: 1000
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ADAM15 belongs to a family of transmembrane proteins that contain disintegrin and fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
metalloprotease domains. Active metalloproteinase with gelatinolytic and collagenolytic fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
activity. Plays a role in the wound healing process. Mediates both heterotypic intraepithelial EAREM 50%H MAVEA T MR,

cell/T-cell interactions and homotypic T-cell aggregation. Inhibits beta-1 integrin-mediated cell

adhesion and migration of airway smooth muscle cells. Suppresses cell motility on or towards

fibronectin possibly by driving alpha-v/beta-1 integrin (ITAGV-ITGB1) cell surface expression via

ERK1/2 inactivation.
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WB #23ll ADAM15 B H (535 K135835).
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