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CTBP1 also named as C-terminal-binding protein 1 which belongs to the D-isomer specific EFERM: BREIZER 20°CTHEE—F, BRRE5R.
2-hydroxyacid dehydrogenase family. CTBP1 is a cellular phosphoprotein that associates with fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
various proteins and functions as a corepressor of transcription.Involved in controlling the EAREM 50%H MAVEA T MR,
equilibrium between tubular and stacked structures in the Golgi complex. Functions in brown
adipose tissue (BAT) differentiation. Corepressor targeting diverse transcription regulators
such as GLIS2. Has dehydrogenase activity.
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Fdh: AER7, 4%%REPE (555 KSG1101) EE B NRE, 4%ZREPE (555 KSG1101) EE FEdh: KRLER, 4% RAE (555 KSG1101) EE
12-24 1)\B, 12-24 1)\BY. 12-24 /B,
HRIEE: Tris-EDTA HIREE M (pH 9.0) (KSG1203),  HRIEE: Tris-EDTA HIRIEER(pH 9.0) (KSG1203),  HIRIES: Tris-EDTA FIRIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 735, 98°C, 20 53 §4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, = F17: 3% BSA (58S KSGC305010) Y PBS &R, E
BIEE 30 9. BIEE 30 % BIE 30 9%
—#‘ 1:900 %%, 4°C HEIR. —f‘ 1:900 %%, 4°C [EEIR. —#‘ 1: 900 %, 4°C FEIR.
3 *T‘LE'.IJ.I¥TLQ 1gG (H+L) (522 KB63909), 1: 3 *TIEIJ.Iif'% 1gG (H+L) (525 KB63909), 1: 3 *T‘LE'.IJ.I$T"% 1gG (H+L) (535 KB63909), 1
300 ﬁi% EREE 1/)\8. 300 ﬁﬁv’z ERMEE 1/, 300 ﬁ?%yx ERFEE 1/,
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