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TBC1 domain family member 7 (TBC1D7, TBC7) belongs to a family of TBC (Tre-2/Bub2/Cdc16) EFEEMS: BREIZ B -20°CTE—F, Bk EFR.
containing proteins that function as GTPase-activating proteins (GAPs) . TBC1D7 was initially fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
identified as a novel binding protein within the TSC1-TSC2 complex, where it was thought to EAREM 50%H MAVEA T MR,

associate with TSC1 . Additional research indicates that TBC1D7 is a third subunit of the

TSC1-TSC2 complex that possesses Rheb-GAP activity and signals upstream of mTORC1.
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