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Lbc's second cousin, Lymphoid blast crisis-like 2,
' Arhgefl, Lbcl2, Lsc, 115 kDa guanine nucleotide Yigh: A, /MR, KE
] exchange factor, GEF1, Lsc homolog, p115RhoGEF,
LBCL2LSC T - 1. 1
s /N, pLL15-RhoGEF BAEA #FeEE: 1:500-1: 4000
Uniprot ID Q61210 PHMEREG: MEL, B, FIRER
FAIERY IgG
ks EMLL
TrARRERE i MR, IR
R fBTFESMG
This protein seems to play a role in the regulation of RhoA GTPase by guanine nucleotide BERM: BREIZER 20°CTEEFE—F, SRk S5,
binding alpha-12 (GNA12) and alpha-13 (GNA13) subunits. Acts as GTPase-activating protein fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
(GAP) for GNA12 and GNA13, and as guanine nucleotide exchange factor (GEF) for RhoA BBEEBM S0%H BRI E PR,

GTPase. Activated G alpha 13/GNA13 stimulates the RhoGEF activity through interaction with
the RGS-like domain. This GEF activity is inhibited by binding to activated GNA12. Mediates
angiotensin-2-induced RhoA activation.
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IHC #3l p115-RhoGEF B[ (552 K1333072) IF #3 p115-RhoGEF ZBH (S K1333072)(4) .  IF il p115-RhoGEF BA(HS K1333072)(4®) .
i AFRRER, 4%ZRARE (555 KSG1101) EE Be@ NEMELE, %S BEE (K2 KSG1101) B #5: KRR, %2BRE (K2 KSG1101) BE
12-24 1)\BY, 12-24 1\BY, 12-24 1)\BY.
HREE: IFERIEEERTH, pH 6.0) (KSG1201), HRIEE: Tris-EDTA HRIEER(pH 9.0) (KSG1203),  HIRIES: Tris-EDTA FIRIEE K (pH 9.0) (KSG1203),
98°C, 20 %h 98°C, 20 2. 98°C, 20 53%h.
—H L 2300 ﬁﬁ%, 4°C JHEIR. #7: 3% BSA (595 KSGC305010) #) PBSAWK, = #1if: 3% BSA (555 KSGC305010) HJ PBS &K, =
it S-vision RRAN SR _H(LFERS) AR (8 EFE 30 2. BT 30 D,

S KB3906), Z=RME 20 . —;c* 1: 2300 #%, 4°C AR, —# 1: 2300 %, 4°C MBI,

Cy3 L% 1gG (H+L) (555 KB63909), 1 Cy3 4Rl 1gG (H+L) (52 KB63909), 1

300 ﬁ*a%v" ERFE 1/, 300 ﬁ% ERFE 1/
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