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Histone H3-K9 methyltransferase 2, KMTIB,
% H3-K9-HMTase 2, Lysine N-methyltransferase 1B, Yigh: A, /MR, KE
el Suppressor of variegation 3-9 homolog 2, Su(var)3-9
homolog 2, SUV39H2 T 1. 1.
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Histone methyltransferase that specifically trimethylates 'Lys-9' of histone H3 using BERM: BREIZER 20°CTEEFE—F, SRk S5,
monomethylated H3 'Lys-9' as substrate. H3 'Lys-9' trimethylation represents a specific tag for fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
epigenetic transcriptional repression by recruiting HP1 (CBX1, CBX3 and/or CBX5) proteins to EAREM 50%H MAVEA T MR,
methylated histones. Mainly functions in heterochromatin regions, thereby playing a central
role in the establishment of constitutive heterochromatin at pericentric and telomere regions.
H3 'Lys-9' trimethylation is also required to direct DNA methylation at pericentric repeats.
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12-24 /)\BY. 12-24 /B,
MRES: Tris-EDTA iRIEE &K (pH 9.0) (KSG1203), MREE: Tris-EDTA FURIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 735,
F17: 3% BSA (58S KSGC305010) HJ PBS AR, = HH): 3% BSA (535 KSGC305010) B9 PBS J&%K, =
RIS 30 . ~ RIS 30 .
—n: 1: 2300 #%%%, 4°C WEIR. —1: 1: 2300 #5%%, 4°C HEEK.
ZH: Cy3 FHELIE R 1gG (H+L) (592 KB63909), 11 —#i: Cy3 #RELLEH% IgG (H+L) (552 KB63909), 1:
300 #%FF, EREE 1 /). 300 #%%E, ERME 1/,
For Research Use Only! Ver. No.: V1-202603

ERIE R EMRHEERAE www.cookbio.cn | 400-6027-270

Tk
COOKBIO Mt R XD RBIFREARAF R K SH K388 S EMESMIERR 22k




