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' EF-2, Eef2, Eukaryotic translation elongation factor 2; R A, DR, KR
I Eukaryotic Elongation Factor-2 FEEREE: 1:500-1: 1000
RER /N EEF2 BAER , o,
Uniprot ID P58252 FEMERE R BT N N
HiFTR IgG IHC/IF SefEARNLS/RBERN
ditkH = FERLY W A, DR, KR
TLRREE AR, X #TELL: 1:500-1: 4000
T3 FE | MUHFE  95kDa/95kDa PEMERESR: 4ERA, B, A%
R fBTFESMG
This gene encodes a member of the GTP-binding translation elongation factor family. This fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
protein catalyzes the GTP-dependent ribosomal translocation step during translation fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
elongation. During this step, the ribosome changes from the pre-translocational (PRE) to the EAREM 50%H MAVEA T MR,

post- translocational (POST) state as the newly formed A-site-bound peptidyl-tRNA and
P-site-bound deacylated tRNA move to the P and E sites, respectively. Catalyzes the
coordinated movement of the two tRNA molecules, the mRNA and conformational changes in
the ribosome.
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WB &3 EEF2/Elongat|on factor2 ZR(HES IHC #&:37 EEF2/Elongat|on factor 2 %EI(“‘ 5 IF # EEF2/Elongation factor 2 BH (%S
K1333297). K1333297). K1333297)(4I) .
a2 RIPA RRB (IS KSG2002) M BHEHEA. R N, 4%SRPE (85 KSG1101) EIE P& Aéunﬁ A%SEEE (S KSG1101) BE
£17: 3%ARAEFIH(3S KSGC310001)7AF TBST 3K, 12-24 /]\BS, 12-24 /)\B,
ERIEE 1/, NEEE ITEBRNEEER(THM, pH 6.0) (KSG1201), IEFEES: Tris-EDTA HRIEE®K (pH 9.0) (KSG1203),
—H1: 1: 1000 #%%E, 4°C AR, 98°C, 20 53, 98°C, 20 3.
ZH1: HRP #RICWLFSR 1gG (H+L) (525 KB69909), 1 —J1: 1: 2300 #5#, 4°C [HEBEE®R $i7): 3% BSA (555 KSGC305010) HJ PBS AR, =
5000 #%¢, ERES 1 /6. i S-vision RRAK SR ?;‘TJ(U.Ii}*%) BOAEL (52 RIEE 30 9.
S KB3906), Z=:BFE 20 9%h. —1: 1: 2300 #5%%, 4°C IEEER.
T Cy3 ?T‘LEIJ.I$TL§E', 1gG (H+L) (538 KB63909), 1
300 #&%E, =REE 1/,
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