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The Mad2L1 is a component of the spindle-assembly checkpoint that prevents the onset of fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
anaphase until all chromosomes are properly aligned at the metaphase plate. Required for the fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
execution of the mitotic checkpoint which monitors the process of kinetochore-spindle EAREM 50%H MAVEA T MR,
attachment and inhibits the activity of the anaphase promoting complex by sequestering
CDC20 until all chromosomes are aligned at the metaphase plate.
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