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The SAMHDL is a putative nuclease involved in innate immune response by acting as a negative fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
regulator of the cell-intrinsic antiviral response. It is a host restriction nuclease that blocks fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
early-stage virus replication in dendritic and other myeloid cells. Likewise, suppresses LINE-1 BEEERM 500 H AR ENR.

retrotransposon activity. May function by reducing the cellular dNTP levels to levels too low for
retroviral reverse transcription to occur. May play a role in mediating proinflammatory
responses to TNF-alpha signaling.
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