Cc~

COOKBIO i4&fix
o e
Anti-ADI1 RZEEMIA
Op A0
K1335001 Erlie ;
FmiEl N F§
EERLH IR R IHC/IF SRR S/GBRN
Acireductone dioxygenase (Fe(2+)-requiring), ARD,
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ADI1(acireductone dioxygenase 1) is also named as SIPL, ARD, APL1, HMFT1638, MTCBP-1, EESS: ARIIZERE 20°CTEE—F, BRREKR.
FLJ10913, MTCBP1 and belongs to the acireductone dioxygenase (ARD) family. It catalyzes the fETFE MR & 0.15% ProClin300 B4, 100 ug/mL &1
formation of formate and 2-keto-4-methylthiobutyrate (KMTB) from EAREM 509%H MAVEAEE MR,
1,2-dihydroxy-3-keto-5-methylthiopentene (DHK-MTPene).The downregulation of ADI1 protein
expression in human prostate cancer specimens argues that ADI1 potentially inhibits the
growth that occurs during prostate cancer progression(PMID:17786183). It has 2 isoforms
produced by alternative splicing.
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