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49 kDa TATA box-binding protein-interacting protein, wEes A, DR
F11E4 49 kDa TBP-interacting protein, DNA helicase p50, b c1. 1.
Pontin 52, TIP49A, Tip49, Ruvbll RELL: 1:500-1: 1000
B IV TIPAOA BB FEMERE -
Uniprot ID P60122 IHC/IF GREALANF/ TR
FUSTER! IgG wiR: A, KR
4
“itkH B4 fFREE: 1:300-1: 600
T B e &
FNRFE | MWIFE  50kDa/55kDa AR B
R ETEFMF
RUVBL1 is a member of the AAA (ATPase associated with diverse cellular activities) family of EESS: AWIIZERE 20°CTEE—F, BRREFR.
proteins that is associated with several chromatin-remodelling complexes and has important fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
roles in transcriptional regulation, the DNA damage response, telomerase activity, snoRNP EAREM 50%H MAVEA T MR,
assembly, cellular transformation and cancer metastasis[PMID: 21617703]. It consists of 456
amino acids (50 kDa) and interacts with TATA-binding protein (TBP), which is a central
component for transcriptional regulation by forming complexes with various transcription
regulators.
S
IF #2 TIP49A ZEH (555 K1335607)(41) . IF 32 TIP49A EH (555 K1335607)(L1&) .
B KRS, 4%SRHEE (525 KSG1101) EE i KRB, 4%ZRPE (555 KSG1101) EE
12-24 /)\BS, 12-24 1)\BY.
HRIEE: Tris-EDTA HUBEE R (pH 9.0) (KSG1203),  HRIEE: Tris-EDTA HEHEE K (pH 9.0) (KSG1203),
98°C, 20 53 %4. 98°C, 20 7354.
$4): 3% BSA (535 KSGC305010) Y PBS AR, = EfiH): 3% BSA (538 KSGC305010) K9 PBS Ak, =
JRIEE 30 . ~ RIES 30 D
—H1: 1: 500 #5%%, 4°C B ER. —1: 1: 500 #1%, 4°C IHBEER.
ZH: Cy3 RIS IgG (H+L) (552 KB63909), 11 —#: Cy3 FRLLIZEHE IgG (H+L) (552 KB63909), 1:
300 #%RF, EREE 1 /8. 300 #%%%, ERES 1 /)87
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