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MBD4, also named as MED1, is a 580 amino acid protein, which Interacts with MLH1. MBD4 as a
mismatch-specific DNA N-glycosylase is involved in DNA repair and has thymine glycosylase
activity and is specific for G:T mismatches within methylated and unmethylated CpG sites.
MBD4 can also remove uracil or 5-fluorouracil in G:U mismatches. MBD4 exists some isoforms
with MV 66 kDa and 30 kDa (The identification of a novel alternatively spliced form of the MBD4
DNA glycosylase).
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