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NPEPLL, also referred to as aminopeptidase-like 1, is a 523 amino acid protein that belongs to BERM: BREIZER 20°CTEEFE—F, SRk S5,
the peptidase M17 family and is ubiquitously expressed. NPEPL1 may be involved in the fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
processing, catabolism and degradation of intracellular proteins by catalyzing the removal of EAREM 50%H MAVEA T MR,
unsubstituted N-terminal amino acids from various peptides. NPEPL1 contains several zinc
binding sites and and is expressed as three isoforms due to alternative splicing events.
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IHC % BIVM BB (572 K1335685). IF 37 BIVM B (552 K1335685)(41) .
Fdh: KRS, 4%%RPE (555 KSG1101) EE Ham KRS, 4%2RPE (555 KSG1101) EE
12-24 1\B, 12-24 /\BY.
RS FEBAREERTY, pH 6.0) (KSG1201), HUE(EE: Tris-EDTA HURIEER& (pH 9.0) (KSG1203),
98°C, 20 5354 98°C, 20 53§4.
—H1: 1:300 #5758, 4°C MIBIR. #41: 3% BSA (575 KSGC305010) HJ PBS &%, =
ZHt S-vision R AR SR _HLFHSK) MMEE (5 BIFE 30 5
5 KB3906), ERMEE 20 S, —1: 1: 300 #5585, 4°C [HFEER.
ZH: Cy3 #RiglFERSR 186G (H+L) (535 KB63909), 1:
300 %%, ERES 1 /)8
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