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Tjpl, TjpP2, and Tjp3 are closely related scaffolding proteins that link tight junction (TJ) BERM: BREIZER 20°CTEEFE—F, SRk S5,
transmembrane proteins such as claudins, junctional adhesion molecules, and occludin to the fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
actin cytoskeleton.The tight junction acts to limit movement of substances through the EAREM 50%H MAVEA T MR,

paracellular space and as a boundary between the compositionally distinct apical and
basolateral plasma membrane domains of epithelial and endothelial cells. Necessary for
lumenogenesis, and particularly efficient epithelial polarization and barrier formation.Plays a
role in the regulation of cell migration by targeting Cdc42bpb to the leading edge of migrating
cells.Plays an important role in podosome formation and associated function, thus regulating
cell adhesion and matrix remodeling.With Tjp2 and TJjp3, participates in the junctional
retention and stability of the transcription factor Dbpa, but is not involved in its shuttling to the
nucleus.
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K1335943) (41 K1335943)(41 K1335943) (1
g Aéuﬂﬁ A%ZRAE (575 KSGL101) BE B /J\LLLIEJE% A%ZRARE (S KSG1101) EE R kmlilﬁ% A%ZRAE (7S KSGL101) EE
12-24 1)\BY, 12-24 /)\Bd, 12-24 1]\BY,
FRIEE: Tris-EDTA HURIEE M (pH 9.0) (KSG1203),  HFRIEE: Tris-EDTA HIRIEER(pH 9.0) (KSG1203),  HIRIES: Tris-EDTA HUREE K (pH 9.0) (KSG1203),
98°C, 20 3%h. 98°C, 20 534 98°C, 20 3%h.
114 3% BSA (595 KSGC305010) B9 PBS &K, E  if: 3% BSA (555 KSGC305010) #) PBS &K, & i:3% BSA 55 KSGC305010) H9 PBS &, =
EIEE 30 D% BHYE 30 D BT 309
—#1: 1: 700 5%, 4°C WEIR. —1#1: 1: 700 %%, 4°C HEER. —#1: 1: 700 %ﬁ‘ 4°C WEIR.

—H1: Cy3 MRS 1gG (HHL) (55 KB63909), 1:  —#i: Cy3 ARiclIE g IgG (H+L) (552 KB63909), 1:  —#i: Cy3 FRinLL sk IgG (H+L) (55 KB63909), 1:
300 %8, EREE 1/, 300 %%, =BFE 1/ 300 %%, ERME 1/,
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