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Anti-GDF 5 ®RZREHF
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2E GDF-5, Bone morphogenetic protein 14, BMP-14, Yk )\: INE
Gdf5, Bmp14, Bp, Gdf-5 ##ELL: 1:500-1: 1000
REE KLH {BEXfY/\E GDF 5 & RkRk BE'I&*¥ [~ 1
Uniprot ID P43027 = . N
AR 1gG IHC/IF RBBLENE/RBRA
#ifkA = FEM4 wre: A, KR
TLRREE HRERR, 53R #TELL: 1:200-1: 400
s FE | MM FE  55kDa/55kDa PAMEREG: 25, FENEE
R fEFESRMG
Growth factor involved in bone and cartilage formation. During cartilage development EFERM: BREIZER 20°CTHEE—F, BRRE5R.
regulates differentiation of chondrogenic tissue through two pathways. Firstly, positively fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
regulates differentiation of chondrogenic tissue through its binding of high affinity with EAREM 50%H MAVEA T MR,
BMPR1B and of less affinity with BMPR1A, leading to induction of SMAD1-SMAD5-SMAD8
complex phosphorylation and then SMAD protein signaling transduction . Secondly, negatively
regulates chondrogenic differentiation through its interaction with NOG . Required to prevent
excessive muscle loss upon denervation. This function requires SMAD4 and is mediated by
phosphorylated SMAD1/5/8 .
S
IF 4 GDF 5 & H (15 S K1336414)(LI6) . IF # GDF 5 2R (58S K1336414)(41f8) .
B AFERRE, 4%2REE (S KSG1101) B #&: KREH, 4%SRER (555 KSG1101) BEE
TE 12-24 VB, 12-24 /B,
MRIEE: Tris-EDTA URIEE & (pH 9.0) (KSG1203), MEIES: Tris-EDTA ARIEE & (pH 9.0) (KSG1203),
98°C, 20 S3%4. 98°C, 20 7354.
£114): 3% BSA (535 KSGC305010) B9 PBS A&, = #14): 3% BSA (595 KSGC305010) #Y PBS /&K, E
JRIFE 30 2. ~ RIS 30 S8
—H1: 1: 300 1518, 4°C IFBER. —1: 1: 300 #1%, 4°C IHBEER.
ZH: Cy3 RIS g6 (H+L) (552 KB63909),1:  =#: Cy3 FRCLLIZEE IgG (H+L) (552 KB63909), 1:
300 #%RF, EREE 1 /8. 300 #%%E, ERMWE 1/,
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