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Regulatory subunit of serine/threonine-protein phosphatase 4 (PP4). May regulate the activity BERM: BREIZER 20°CTEEFE—F, SRk S5,
of PPP4C at centrosomal microtubule organizing centers. Its interaction with the SMN complex fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
leads to enhance the temporal localization of snRNPs, suggesting a role of PPP4C in EAREM 50%H MAVEA T MR,
maturation of spliceosomal snRNPs. The PPP4C-PPP4R2-PPP4R3A PP4 complex specifically
dephosphorylates H2AFX phosphorylated on 'Ser-140' (gamma-H2AFX) generated during DNA
replication and required for DNA double strand break repair.
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IF # PPP4R2 (155 K1336516)(16) . IF #7 PPP4R2 B (15S K1336516)(416) .
i NREN, 4%SRFE (S KSG1101) EE B KREH, 4%SREPE (55 KSG1101) EE
12-24 1\B, 12-24 1)\BY.
MRES: Tris-EDTA FiRIEE & (pH 9.0) (KSG1203), MBREE: Tris-EDTA FURIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, =
BIFE 30 8. _ BIEE 30 %
—1: 1: 2500 #%%, 4°C IFEER. —1: 1: 2500 #%%%, 4°C FEER.
ZH: Cy3 ARigLLEER 1gG (H+L) (528 KB63909), 1: ZH: Cy3 #RiglERSR 186 (H+L) (535 KB63909), 1:
300 #%FE, EREE 1 /). 300 #%%E, ERMWBE 1/,
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