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Aquaporin 0 or MIP26 (major intrinsic protein 26kD), and Aquaporin 1 has been the foundation BERM: BREIZER 20°CTEEFE—F, SRk S5,
of the growing family of aquaporins. The lens specific Aquaporin 0 represents up to 80% of fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
total lens membrane protein. Defects in Aquaporin 0 are a cause of autosomal recessive EAREM 50%H MAVEA T MR,
congenital cataract. The lens opacity mutation (LOP) is an AA substitution that inhibits
targeting of MIP to the cell membrane. Human Aquaporin 0 is a 263 amino acid transmembrane
protein belonging to the MIP family. Aquaporin families of proteins are predicted to contain six
transmembrane domains.
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IF %2 AQPO B (552 K1336774)(4If) . IF #51 AQPO BEI (7S K1336774)(4I) .
i NREN, 4%SRFE (S KSG1101) EE B KREH, 4%SREE (55 KSG1101) EE
12-24 1\BY, 12-24 1)\BY.
FEEE: Tris-EDTA BB ER(pH 9.0) (KSG1203),  HE{EE: Tris-EDTA HEIEE B (pH 9.0) (KSG1203),
98°C, 20 53 %4. 98°C, 20 7354.
$4): 3% BSA (535 KSGC305010) Y PBS AR, = £4: 3% BSA (555 KSGC305010) K PBS &HK, =
RIS 30 D% - JBIEE 30 %
—H1: 1: 400 1518, 4°C IFBER. —1: 1: 400 #1%, 4°C HBEER.
4 Cy3 TR 1gG (H+L) (B2 KB63909), 11 —#i: Cy3 FHLLIEHifR IgG (H+L) (552 KB63909), 1:
300 #%RF, EREE 1 /8. 300 #%%E, ERMWE 1/,
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