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Rho GTPase activating protein that suppresses F-actin polymerization by inhibiting Rho. Rho BERM: BREIZER 20°CTEEFE—F, SRk S5,
GTPase activating proteins act by converting Rho-type GTPases to an inactive GDP-bound fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
state. Plays a key role in tissue tension and 3D tissue shape by regulating cortical actomyosin EAREM 50%H MAVEA T MR,
network formation. Acts downstream of YAP1 and inhibits actin polymerization, which in turn
reduces nuclear localization of YAP1. Regulates cell shape, spreading, and migration.
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IF #1 ARHGAP18 B[ (152 K1337038)(4If) . IF #3 ARHGAP18 B (152 K1337038)(LI€) .
Hn: R, 4%SRPEE (525 KSG1101) EE B KB/, 4%SREPE (55 KSG1101) EE
12-24 1)\B, 12-24 /)\BY.
MRES: Tris-EDTA FiRIEE & (pH 9.0) (KSG1203), MEREE: Tris-EDTA URIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, =
SBEE 30 D _ BIEE 30 9%
—¥1: 1: 1100 #%%%, 4°C IFEER. —1: 1: 1100 #%%%, 4°C FEER.
ZH: Cy3 ARigLLEER 1gG (H+L) (528 KB63909), 1: ZH: Cy3 *ﬁiam_iﬁ% 1gG (H+L) (525 KB63909), 1:
300 #%FE, EREE 1 /). 300 #%%E, ERMWBE 1/,
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