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Anti-NSD3 ®RZREHE
K1337323 Erlike e
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EBRSM HEAFEE N-FE%E NSD3 IHC/IF SafstBinfus /Gl st
Nuclear SET  domain-containing  protein 3,
IES Wolf-Hirschhorn syndrome candidate 1-like protein 1 Yigh: R, KE
homolog, WHSC1-like protein 1, Nsd3, Whsc1l1
RER ANSD3 BAEH FRELL: 1:600-1: 2800
Uniprot ID Q9BZ95
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Histone methyltransferase. Preferentially dimethylates 'Lys-4' and 'Lys-27' of histone H3 BERM: BREIZER 20°CTEEFE—F, SRk S5,
forming H3K2me2 and H3K27me2. H3 'Lys-4' methylation represents a specific tag for fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
epigenetic transcriptional activation, while 'Lys-27" is a mark for transcriptional repression. BEEERM 500 H AR ENR.
=1
IF #25 NSD3 BE(1FS K1337323)(4I) . IF #0 NSD3 A (1S K1337323)(48) .
Hin: NRIY, 4%ZRPEE (525 KSG1101) EE B KEM, 4%SRAE (S KSG1101) EIE
12-24 1\B, 12-24 /)\BY.
MRES: Tris-EDTA FiRIEE & (pH 9.0) (KSG1203), MBREE: Tris-EDTA FURIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, =
EREE 30 S, _ BIEE 30 9%,
—¥1: 1: 1700 #%%%, 4°C IFEER. —1: 1: 1700 #%%%, 4°C FEER.
ZH: Cy3 ARigLLEER 1gG (H+L) (528 KB63909), 1: T Cy3 tRIBLLEIR 1gG (H+L) (532 KB63909), 1:
300 #%FE, EREE 1 /). 300 #%%E, ERMWBE 1/,
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