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DEAD box proteins, characterized by the conserved motif Asp-Glu-Ala-Asp (DEAD), are putative EESS: AWIIZERE 20°CTEE—F, BRREFR.
RNA helicases. They are implicated in a number of cellular processes involving alteration of fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
RNA secondary structure such as translation initiation, nuclear and mitochondrial splicing, and EAREM 50%H MAVEA T MR,

ribosome and spliceosome assembly. This gene encodes a DEAD box protein, which exhibits
RNA-dependent ATPase and ATP-dependent RNA-unwinding activities.
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