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F1E4 Brachyury protein, Protein T, Tbxt, T FEELL: 1 700-1: 1000
RER INE TBXT BAER Co
Uniprot ID P20293 PRMERESR:
AT IgG IHC/IF SR bs /Sl sest
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TFERRRE (i il o 27 FREEL: 1:300-1: 3000
FMIFE | MUHFE  47kDa/47kDa PRMEE R A
BR fETFERM
Involved in the transcriptional regulation of genes required for mesoderm formation and EFERM: BREIZER 20°CTHEE—F, BRRE5R.
differentiation . Binds to a palindromic site (called T site) and activates gene transcription fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
when bound to such a site. EAREM 50%H MAVEA T MR,
=1
IF #5 TBXT A (S K1338157)(4If) . IF #250 TBXT A (RS K1338157)(46) .
B DR, 4%SRPE (555 KSG1101) EE Ha KB, 4%ZRPE (555 KSG1101) EE
12-24 1\B, 12-24 /)\BY.
HIREE: Tris-EDTA JAREE & (pH 9.0) (KSG1203), MEIEE: Tris-EDTA FURIEE R (pH 9.0) (KSG1203),
98°C, 20 3. 98°C, 20 53¢,
$i7): 3% BSA (555 KSGC305010) BJ PBS AR, = $14): 3% BSA (525 KSGC305010) Y PBS AR, =
EREE 30 S, BIEE 30 9.
—¥1: 1: 1700 #%%%, 4°C IFEER. —1: 1: 1700 #%%%, 4°C FEER.
ZH: Cy3 ARigLLEER 1gG (H+L) (528 KB63909), 1: T Cy3 tRIBLLEIR 1gG (H+L) (532 KB63909), 1:
300 #%FE, EREE 1 /). 300 #%%E, ERMWBE 1/,
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