Cc~

COOKBIO #&Ehiz
o <
Anti-SUCLG2 B 5REnF
(kXX yll -20°C
FmiEl vd::|
EQREH IRIABLIHES A EIEEEPIE (GDP FZRE) WB GiEENil
GTP-specific succinyl-CoA synthetase subunit beta, s A, DR, KR
F1E4 G-SCS, GTPSCS, Succinyl-CoA synthetase beta-G TR 1. 1.
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GTP-specific succinyl-CoA synthetase functions in the citric acid cycle (TCA), coupling the fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
hydrolysis of succinyl-CoA to the synthesis of GTP and thus represents the only step of fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
substrate-level phosphorylation in the TCA. The beta subunit provides nucleotide specificity of EAREM 50%H MAVEA T MR,

the enzyme and binds the substrate succinate, while the binding sites for coenzyme A and
phosphate are found in the alpha subunit.
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