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COPS8 is one of the eight subunits of COP9 signalosome, a highly conserved protein complex EFERM: BREIZER 20°CTHEE—F, BRRE5R.
that functions as an important regulator in multiple signaling pathways. The structure and fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
function of COP9 signalosome is similar to that of the 19S regulatory particle of 26S EAREM 50%H MAVEA T MR,
proteasome. COP9 signalosome has been shown to interact with SCF-type E3 ubiquitin ligases
and act as a positive regulator of E3 ubiquitin ligases.
S
IF #1 CSN8 (152 K1338397)(4I) . IF #37 CSN8 BH (152 K1338397) (A1) .
Hn: NRIY, 4%SRPEE (525 KSG1101) EE B KEM, 4% RAE (S KSG1101) EIE
12-24 1\B, 12-24 /)\BY.
MRES: Tris-EDTA FiRIEE & (pH 9.0) (KSG1203), MEREE: Tris-EDTA URIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, =
SBIEE 30 D% _ BIEE 30 %
—1: 1: 2300 #%%%, 4°C WEIR. —1: 1: 2300 #5%%, 4°C HEEK.
ZH: Cy3 ARigLLEER 1gG (H+L) (528 KB63909), 1: ZH: Cy3 #RiglERSR 186 (H+L) (535 KB63909), 1:
300 #%F, ERFE 1/, 300 ##%, EEFF 1 /).
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