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Ribosomal protein ST(RPS7) belongs to the RPs, which is structural compoent of the ribosome
invilved in protein synthesis. It interacts with and inhibit mdm2 mediated p53 degradation
function. Also RPST has a essential role in early development. RPS7 involves in the maturation
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of ribosomal RNAs in the large or the small ribosomal subunit production pathway.
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