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PSMBY, also named as LMP2, PSMB6i and RING12, belongs to the peptidase T1B family. The
proteasome is a multicatalytic proteinase complex which is characterized by its ability to
cleave peptides with Arg, Phe, Tyr, Leu, and Glu adjacent to the leaving group at neutral or
slightly basic pH. Replacement of PSMB6 by PSMB9 increases the capacity of the
immunoproteasome to cleave model peptides after hydrophobic and basic residues. High
expression of PSMB9 associated with the poor prognosis of patients with NPC.
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