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Acid maltase, Aglucosidase alfa, GAA, glucosidase, 70
EES kDa lysosomal alpha-glucosidase, LYAG, Acid alpha Yigh: R, KE
glucosidase, Glucosidase alpha

RABR B GAM BHEE FEREEL: 1:300-1: 1000
Uniprot ID P70699
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aitb 5 EM4ik

MR FE | MURFE 106 kDa / 106 kDa

AR 4

GAA(Alpha-1,4-glucosidase) is a lysosomal enzyme involved in the degradation of glycogen fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
within cellular vacuoles. After translation, GAA undergoes proteolytic processing to form two fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
lengths of lysosomal a-glucosidase, and both N-terminal and C-terminal processing occur. The BEEERM 500 H AR ENR.

full sequence can be further processed into a mature form. The 105 kDa GAA can be cleaved

into 70 kDa or 76 kDa form.
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WB #ill GAA B (155 K1340824).
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