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The 26S proteasome is a multicatalytic proteinase complex with a highly ordered structure fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
composed of 2 complexes, a 20S core and a 19S regulator. The 20S core is composed of 4 rings fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
of 28 non-identical subunits; 2 rings are composed of 7 alpha subunits and 2 rings are EAREM 50%H MAVEA T MR,

composed of 7 beta subunits. The 19S regulator is composed of a base, which contains 6

ATPase subunits and 2 non-ATPase subunits, and a lid, which contains up to 10 non-ATPase

subunits.
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