c

COOKBIO 45z
. _
Anti-ch TOG RZREMIE
) OF=0
K1341865 ErinNde o
[=]tedra
~miEs W FA
EHRLH HIBEEXER S WB GeiZENis
' ch TOG, CHTOG, CKAP5, cytoskeleton associated R A, DR
5l& protein 5, MSPS, TOG, TOGp, XMAP215 FEREL: 1:1000-1: 2000
RER /N ch TOG E4HEH , o.
Uniprot ID A2AGT5 FEMERE - . 3
FIrE IgG IHC/IF RBBLENE/RBRA
#ifkA = ERA vk R, KR
AR RE (i AR, AMEEEER FFREE: 1:1000-1: 2000
MM FE | WWAFE 226 kDa /250 kDa PRIERER: A, /)\BX
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Binds to the plus end of microtubules and regulates microtubule dynamics and microtubule BERM: BREIZER 20°CTEEFE—F, SRk S5,
organization. Acts as processive microtubule polymerase. Promotes cytoplasmic microtubule fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
nucleation and elongation. Plays a major role in organizing spindle poles. In spindle formation EAREM 50%H MAVEA T MR,
protects kinetochore microtubules from depolymerization by KIF2C and has an essential role in
centrosomal microtubule assembly independently of KIF2C activity.
S
IF #&7 ch TOG BE (XS K1341865)(4I€) . IF #37 ch TOG BH (152 K1341865)(418) .
Hn: RN, 4%ZRPEE (525 KSG1101) EE B KRRV, 4%2REFE (55 KSG1101) EE
12-24 1\B, 12-24 /)\BY.
MRES: Tris-EDTA FiRIEE & (pH 9.0) (KSG1203), MBREE: Tris-EDTA FURIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, =
BIEE 30 9. _ BIEE 30 %
—1: 1: 1500 #5%%, 4°C IFEER. —1: 1: 1500 #%%%, 4°C FEER.
ZH: Cy3 ARigLLEER 1gG (H+L) (528 KB63909), 1: ZH: Cy3 ﬁiem_iﬁ% 1gG (H+L) (525 KB63909), 1:
300 #%FE, EREE 1 /). 300 #%%E, ERMWBE 1/,
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