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Molecular chaperone implicated in a wide variety of cellular processes, including protection of fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
the proteome from stress, folding and transport of newly synthesized polypeptides, activation fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
of proteolysis of misfolded proteins and the formation and dissociation of protein complexes. BEEERM 500 H AR ENR.
Plays a pivotal role in the protein quality control system, ensuring the correct folding of
proteins, the re-folding of misfolded proteins and controlling the targeting of proteins for
subsequent degradation. This is achieved through cycles of ATP binding, ATP hydrolysis and
ADP release, mediated by co-chaperones.
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MRIEE: Tris-EDTA URIEE & (pH 9.0) (KSG1203), MEIES: Tris-EDTA ARIEE & (pH 9.0) (KSG1203),
98°C, 20 53 %4. 98°C, 20 7354.
Hifl: 3% BSA (595 KSGC305010) B PBS &k, = iifl: 3% BSA (595 KSGC305010) By PBS &k, =
RIS 30 D% - JBIEE 30 HFh.
—H1: 1: 300 1518, 4°C IFBER. —1: 1: 300 #1%, 4°C IHBEER.
i Cy3 ARn LIRS 1gG (H+L) (592 KB63909),1:  —#i: Cy3 ATBLLEHSE 1gG (H+L) (552 KB63909), 1:
300 #%RF, EREE 1 /8. 300 #%%E, ERMWE 1/,
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