Cc~

COOKBIO #&Ehiz
. e
Anti-ATP6V1El $%Z5efEn{E
o O£ 0]
(e yAIE -20°C ;
FmiEl vd::|
EHRLH V BURF ATP B E1 T WB GeiZENis
| ATPGE, ATPGEZ, ATPGVLE, ATPGVIEL, P31, V ATPase r: A, MR, KR
521 31 kDa subunit, V ATPase subunit E 1, Vma4 FEREL: 1:3000-1: 6000
RER /NER ATP6VIEL BAEH
Uniprot ID P50518 PRt R B .
TR IgG IHC/IF SefEARNLS/RBERN
“itkH FERLY WiF: A, KE
T RRRE (i R FFREE: 1:1000-1: 2000
NS FE | MURFE 26 kDa /35 kDa PR 1B
R fBTFESMG
ATP6V1EL, also named as ATP6E, ATP6E2 and p31, belongs to the V-ATPase E subunit family. It EFEEMS: BREIZ B -20°CTE—F, Bk EFR.
is a subunit of the peripheral V1 complex of vacuolar ATPase essential for assembly or catalytic fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
function. V-ATPase is responsible for acidifying a variety of intracellular compartments in EAREM 50%H MAVEA T MR,

eukaryotic cells. V-ATPase and the lack of mycobacterial phagosome acidification are directly
attributed to the Mtb protein tyrosine phosphatase PtpA.
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WB h,u ATP6VIEL B[ (575 K1342108). IHC 43l ATP6VIEL EE(EF’; Kl342108) IHC #:70 ATP6VIEL B (ﬁ%— K1342108).
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