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The protein encoded by this gene is one of the subunits of initiation factor elF2B, which BERM: BREIZER 20°CTEEFE—F, SRk S5,
catalyzes the exchange of eukaryotic initiation factor 2-bound GDP for GTP. It has also been fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
found to function as a cofactor of hepatitis C virus internal ribosome entry site-mediated EAREM 50%H MAVEA T MR,

translation. Mutations in this gene have been associated with leukodystrophy with vanishing
white matter. Alternatively spliced transcript variants encoding different isoforms have been
found for this gene.
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WB #1l elF2B3 ZH (555 K1342144). IF 127 elF2B3 BH (55 K1342144)(418&) . IF 1 elF2B3 & H (555 K1342144)(4I6) .
¥ 2 RIPA 22 &( t% KSG2002)M BRI H . & AR, 4%%%@@ (85 KSG1101) ERE 12-24  #&h: AFHfE, 4%ZRRE (555 KSG1101) EE
il 3%392555”75(5-‘ KSGC310001)AF TBST&RK, /B, 12-24 /)\B.
RS 1/)\8. MRIEE: Tris-EDTA FUREE R (pH 9.0) (KSG1203), MBREE: Tris-EDTA UREE R (pH 9.0) (KSG1203),
—4H1:1: 500 #%5%%, 4°C WHIR. 98°C, 20 735, 98°C, 20 53 §4.
ZH1: HRP *TlEIJJ¥T'% 1gG (H+L) (585 KB69909), 1:  £3i: 3% BSA (535 KSGC305010) HY PBS A&, = F14): 3% BSA (£S5 KSGC305010) HY PBS A&, =
5000 ##%, =RFE 1 /)8 BIFE 30 S BIEE 30 8.
—f‘ 1:1500 #%3%, 4°C [FEER. —f‘ 1: 1500 #%%, 4°C IEEER.

3 MBIl F g 1gG (H+L) (535 KB63909), 1 3 R E AR IgG (H+L) (535 KB63909), 1
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