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N2 SAGA-associated factor 11 homolog, Atxn7!13 .
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Component of the transcription regulatory histone acetylation (HAT) complex SAGA, a fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
multiprotein complex that activates transcription by remodeling chromatin and mediating fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1

histone acetylation and deubiquitination. Within the SAGA complex, participatesin a EAREM 50%H MAVEA T MR,
subcomplex that specifically deubiquitinates both histones H2A and H2B.

Nt i B R v e LIS e Y T .o
¥, .‘. " ,' wow iy .. e o il A
Mg o . s For ey WS taa
o’ .. o 0.. "‘ s Q‘l. e s Fabel? o - e;"" F
o Yt oo N [ ’ veo *
oY ey, w W N i ‘o .k 4y ” -
A% AN e PERpIANTs §oibe Y e
st @ s a o T . &, e Sl ri: L -:
% 1-: ) .L,, 0‘50, :® e -1
‘. "'y ST '... ] * L/ / 6-0 > .& .,
A . o -
'.‘e:".u'-.‘ 2 : ) ’ ¢! Gl e
it '.n:‘-- .'.',‘ Lo o’/ de G2
Tre e . LA e o e
el -* [} L} " a
IHC hln“ ATXN7L3 EH(RS K1342288) IHC &M ATXN7L3 EE(H Kl342288)
FEdh: RN, 4%ZREE (555 KSG1101) BEE & KR, 4%ZRAE (155 KSG1101) EE
12-24 1)\B, 12-24 /)\B3,
gg?c{i'i ﬁhfmﬁ’i MRIEER(TFH, pH 6.0) (KSG1201), a;‘fcwgﬁﬁﬁmrmﬁgzﬁ(ﬁﬁ pH 6.0) (KSG1201),
—41: 1: 800 ##%, 4°C WEIR. —471:1: 800 #5%%, 4°C WEIR.
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