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RNA-binding protein that plays a role in the regulation of alternative splicing and influences fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
mRNA splice site selection and exon inclusion. Binds preferentially to the 5'-[AUJUAAA-3' motif fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
in vitro . Binds optimally to RNA containing 5'-[AUJUAA-3' as a bipartite motif spaced by more EAREM 50%H MAVEA T MR,
than 15 nucleotides (By similarity). Binds poly(A). RNA-binding abilities are down-regulated by
tyrosine kinase PTK6 . Involved in splice site selection of vascular endothelial growth factor (By
similarity).
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IHC 83 KHDRBS3 E= (1 Kl342309) IHC #31l KHDRBS3 B[ (152 K1342309) ; IHC 431 KHDRBS3 EE(&E% K1342309).
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