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N2 ring finger protein 168, RNF168 .
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E3 ubiquitin-protein ligase required for accumulation of repair proteins to sites of DNA fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
damage. Acts with UBE2N/UBC13 to amplify the RNF8-dependent histone ubiquitination. fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
Recruited to sites of DNA damage at double-strand breaks (DSBs) by binding to ubiquitinated EAREM 50%H MAVEA T MR,

histone H2A and H2AX and amplifies the RNF8-dependent H2A ubiquitination, promoting the

formation of 'Lys-63'-linked ubiquitin conjugates. This leads to concentrate ubiquitinated

histones H2A and H2AX at DNA lesions to the threshold required for recruitment of TP53BP1

and BRCAL. Also recruited at DNA interstrand cross-links (ICLs) sites and promotes

accumulation of 'Lys-63'-linked ubiquitination of histones H2A and H2AX, leading to

recruitment of FAAP20 and Fanconi anemia (FA) complex, followed by interstrand cross-link

repair.
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8% Tris-Glycine/SWE SDS-PAGE

WB 17U RNF168 B (55 K1343236).
PSR 2 RIPA SRR (35S KSG2002)RMEMEHR.
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