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Involved in several stages of intracellular trafficking. Interacts with membranes containing EFERM: BREIZER 20°CTHEE—F, BRRE5R.
phosphatidylinositol 3-phosphate (PtdIns(3P)) or phosphatidylinositol 3,5-bisphosphate fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
(PtdIns(3,5)P2). Acts in part as component of the retromer membrane-deforming SNX-BAR ERZEBEM 50%H HBERTAE iR,

subcomplex. The SNX-BAR retromer mediates retrograde transport of cargo proteins from
endosomes to the trans-Golgi network (TGN) and is involved in endosome-to-plasma
membrane transport for cargo protein recycling.
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8% Tris-Glycine/SWE SDS-PAGE

WB 3 SNX1 BE (52 K1343662). IF 13 SNX1 ZBF (595 K1343662)(£1) . IF #23 SNX1 ZBE (555 K1343662)(41€) .
B@: 2 RIPABR(FS KSG002)MIZMBAR.  H&: ALRE %SREE (K2 KSG1101) B & AZHE, %2 BHRE (52 KS61101) EE
170 3% AR A4 IH(53S KSGC310001);83F TBST AR, 12-24 /N6, 12-24 /B,
EENE 1/, HEIEE: Tris-EDTA HEEE MK (pH 9.0) (KSG1203),  HEIEE: Tris-EDTA HAEEE K (pH 9.0) (KSG1203),
—31: 1: 1000 #51%, 4°C IFBER. 98°C, 20 53¢, 98°C, 20 43§h.
i HRP ATIBWEHTR G (H+L) (565 KB69909), 1:  if1: 3% BSA (595 KSGC305010) HJ PBS &K, HiF): 3% BSA (555 KSGC305010) &) PBS &K, =
5000 1, RS 1 /)\H. RIS 30 . RIS 30 S8, )
—31: 1: 800 #1%, 4°C B IR, —H1: 1: 800 T5%%, 4°C B ER.
ZHi:Cy3 ﬁiﬁm_iﬁ% 1gG (H+L) (525 KB63909), 1: ZHi:Cy3 ﬁiﬁm_¥ﬁ% 1gG (H+L) (528 KB63909), 1:
300 %R, ERIFEB 1 /6. 300 R, =RBEB 1 /8.
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