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E3 ubiquitin ligase required to protect genome stability in response to replication stress . Acts fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
as a key regulator of interstrand cross-link repair, which takes place when both strands of fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
duplex DNA are covalently tethered together, thereby blocking replication and transcription . EAREM 50%H MAVEA T MR,

Controls the choice between the two pathways of replication-coupled interstrand-cross-link
repair by mediating ubiquitination of MCM7 subunit of the CMG helicase complex . Short
ubiquitin chains on MCM7 promote recruitment of DNA glycosylase NEIL3 . If the interstrand
cross-link cannot be cleaved by NEIL3, the ubiquitin chains continue to grow on MCM7,
promoting the unloading of the CMG helicase complex by the VCP/p97 ATPase, enabling the

Fanconi anemia DNA repair pathway .
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