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METTL3 is a key S-adenosyl-L-methionine-binding subunit, which is component of a complex fEfERM: BKEIZHRE 20°CTigF—5, Bk SRR
multicomponent enzyme that catalyzes the methylation of internal adenosine residues in fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
eukaryotic mRNA, forming N6-methyladenosine. It contains 2 putative nuclear localization BEEERM 500 H AR ENR.
signals and 2 consensus methylation motifs. The calculated molecular weight of METTL3 is 64
kDa, but modified METTL3 is about 65-70 kDa.
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