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Serine/threonine-protein kinase component of the chromosomal passenger complex (CPC), a EESS: AWIIZERE 20°CTEE—F, BRREFR.
complex that acts as a key regulator of mitosis. The CPC complex has essential functions at the fETERPR: & 0.15% ProClin300 BAEHI, 100 pg/mL 41
centromere in ensuring correct chromosome alignment and segregation and is required for EAREM 50%H MAVEA T MR,
chromatin-induced microtubule stabilization and spindle assembly. Plays also a role in meiosis
and more particularly in spermatogenesis. Has redundant cellular functions with AURKB and
can rescue an AURKB knockdown. Like AURKB, AURKC phosphorylates histone H3 at 'Ser-10'
and 'Ser-28'. AURKC phosphorylates the CPC complex subunits BIRC5/survivin and INCENP
leading to increased AURKC activity. Phosphorylates TACC1, another protein involved in cell
division, at 'Ser-228'.
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i NREH, 4%SRAE (S KSG1101) EE B KREN, 4%SREPE (55 KSG1101) EE
12-24 /]\BY, 12-24 /]\BY.
MRES: Tris-EDTA iRIEE &K (pH 9.0) (KSG1203), MEEE: Tris-EDTA FURIEE R (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) HJ PBS AR, = i‘JI?ﬂ 3% BSA (55 KSGC305010) Ky PBS A%, =
JEEE 30 D, _ BIEE 30 9%
—1: 1: 1000 #%%, 4°C IFEER. —1: 1: 1000 #%%%, 4°C FEER.
i Cy3 ARSI IgG (H+L) (525 KB63909), 11 —#i: Cy3 LU IgG (H+L) (825 KB63909), L:
300 #%FF, EREE 1 /). 300 #%%E, ERME 1/,
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