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e ADMCKD, ADMCKD1, CD227, MCD, MCKD, MCKDL,
PEM, PUM, PEMT, Episialin, EAM, CA 15-3 Yigh: R, KE
SBE KLH {BEXEY/NER CD227 SRR
Uniprot ID Q02496 R 1:200-1: 400
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The beta subunit contains a C-terminal domain which is involved in cell signaling, through EFERM: BREIZER 20°CTHEE—F, BRRE5R.
phosphorylations and protein-protein interactions. Modulates signaling in ERK, SRC and fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
NF-kappa-B pathways. In activated T-cells, influences directly or indirectly the Ras/MAPK BEEERM 500 H AR ENR.
pathway. Promotes tumor progression. Regulates TP53-mediated transcription and
determines cell fate in the genotoxic stress response. Binds, together with KLF4, the PE21
promoter element of TP53 and represses TP53 activity.
2y
IF #&7 MUC1/CD227 BE (IS K1344817)(4I€8) . IF &l MUCL/CD227 BA(1S K1344817)(4I) .
B NRE, 4%SRPE (555 KSG1101) EE B KRR, 4%%RPE (555 KSG1101) EE
12-24 1\B, 12-24 /)\BY.
MRES: Tris-EDTA FiRIEE & (pH 9.0) (KSG1203), MBREE: Tris-EDTA FURIEE & (pH 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 53§4.
F17: 3% BSA (58S KSGC305010) Y PBS AR, E $: 3% BSA (555 KSGC305010) B PBS AR, =
RIS 30 9. _ BIEE 30 %
—H1: 1: 300 518, 4°C B ER. —1: 1: 300 #1%, 4°C B IR,
ZH: Cy3 #RIBLUZERR 1gG (H+L) (535 KB63909), 1: ZH: Cy3 #RiglFERSR 186G (H+L) (535 KB63909), 1:
300 #%F, ERFE 1/, 300 ##%, EEFF 1 /).
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