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EERLH Rho 18X GTP &5&%&H RhoU IHC/IF SRR S/GBRN
2E WRCH-1, Ryu GTPase, CDC42-like GTPase 1, SB128,
ARHU, CDC42L1, G28K, WRCH1 YiFh A
GER KLH f8EX#9/ )\ RHOU &Rk
Uniprot ID QUEQT3 ReEL: 1:500-1: 1500
HUETERY IgG ' . o4x
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Acts upstream of PAK1 to regulate the actin cytoskeleton, adhesion turnover and increase cell fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
migration. Stimulates quiescent cells to reenter the cell cycle. Has no detectable GTPase fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
activity but its high intrinsic guanine nucleotide exchange activity suggests it is constitutively EAREM 50%H MAVEA T MR,
GTP-bound. Plays a role in the regulation of cell morphology and cytoskeletal organization.
Required in the control of cell shape.
IHC 1o RHOU M (52 K1346041). IHC 7 RHOU ZE (855 K1346041).
Fdh: AER7, 4%ZREPE (555 KSG1101) EE e NE, 4%SRPE (555 KSG1101) EE
12-24 1)\B, 12-24 /)\BY.
FURMER: Tris-EDTA FURIEER(pH 9.0) (KSG1203),  HRIEE: Tris-EDTA ﬁ!ﬁ@gﬂi(pr{ 9.0) (KSG1203),
98°C, 20 53 §4. 98°C, 20 5354,
~$7171: 1000 #5%, 4°C FEER. —$7:1: 1000 #1, 4°C §9E
ZHt S-vision BB AN SR _M(ILFERR) BIAE (88 Z#t S-vision 9.3;’“@1%%% WU.Iirﬁ) BRRREY (5%
5 KB3906), ERMEE 20 S, = KB3906), E:BFE 20
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