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Component of the post-replicative DNA mismatch repair system (MMR). Heterodimerizes with BERM: BREIZER 20°CTEEFE—F, SRk S5,
MLH1 to form MutL alpha. DNA repair is initiated by MutS alpha (MSH2-MSH6) or MutS beta fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
(MSH2-MSH3) binding to a dsDNA mismatch, then MutL alpha is recruited to the heteroduplex. EAREM 50%H MAVEA T MR,

Assembly of the MutL-MutS-heteroduplex ternary complex in presence of RFC and PCNA is
sufficient to activate endonuclease activity of PMS2.
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