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FOXOL is a transcription factor that plays important roles in regulation ofgluconeogenesis and fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
glycogenolysis by insulin signaling, and is also central to the decision for a preadipocyte to fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
commit to adipogenesis. It is primarily regulated through phosphorylation on multiple EAREM 50%H MAVEA T MR,

residues; its transcriptional activity is dependent on its phosphorylation state.

IHC 1637 FOXOL BE (5 K133856-1). IHC 13l FOXO1 BE (IS K133858-1). IHC 13 FOXO1 A (52 K133858-1).
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