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2% Sin3b, SIN3B, Paired amphipathic helix protein

Sin3b, SIN3 transcription regulator family member B Yigh: R, KE

RER /NER Sin3b EAEH
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Acts as a transcriptional repressor. Interacts with MXI1 to repress MYC responsive genes and BERM: BREIZER 20°CTEEFE—F, SRk S5,
antagonize MYC oncogenic activities. Interacts with MAD-MAX heterodimers by binding to MAD. fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
The heterodimer then represses transcription by tethering SIN3B to DNA. Also forms a complex EAREM 50%H MAVEA T MR,

with FOXK1 which represses transcription.
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IF #3 Sin3b ZH (555 K135781)(£I8) . IF #3 Sin3b BE(5S K135781)(4®) . IF #3 Sin3b ZT/H (555 K135781)(£I8) .
Ha: NEIAR, 4%SREE (K3 KSG1101) BEE B NEER, 4%ZRPE (55 KSG1101) EE i KEEN, 4%ZRARE (55 KSG1101) EE
12-24 1\BY. 12-24 1)\BY, 12-24 1)\BY.
HRIEE: Tris-EDTA HIREE M (pH 9.0) (KSG1203),  HRIEE: Tris-EDTA HIRIEER(pH 9.0) (KSG1203),  HIRIES: Tris-EDTA FIRIEE & (pH 9.0) (KSG1203),
98°C, 20 23%h. 98°C, 20 S34h. 98°C, 20 2%h.
#7): 3% BSA (55 KSGC305010) #YPBS &M, = #14: 3% BSA (595 KSGC305010) B PBS &K, & $fiAl: 3% BSA (#5S KSGC305010) HJ PBS &R, =
BT 30 D, _ RIES 30 D BT 30 D, _
—1: 1: 800 #5%%, 4°C IEEER. —1: 1: 800 #5 %%, 4°C AR, —1: 1: 800 #5%%, 4°C IEEER.
ZH: Cy3 HHSIIEHSR 1gG (H+L) (552 KB63909), 1:  —#i: Cy3 4RICLLEHLR 1gG (H+L) (555 KB63909), 1:  —#: Cy3 #TCLLFEHR 1gG (H+L) (55 KB63909), 1:
300 #%%E, ERES 1 /. 300 758, =BT 1 /8. 300 #&%%, =RES 1/,
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