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S Kidney-specific cadherin, Ksp-cadherin, Cdh1s, Yikh: R
I Cadherin 16 KSP cadherin, Cadherin kidney FEEREL: 1:500-1: 1000
B E KLH {BEX#9/\E8 Cadherin 16 &AL Bl S 1
Uniprot ID 088338 AA-.
TR IgG IHC/IF SefEARNLS/RBERN
#ifkA = FEM4 vk R, KR
TLRREE R #TELEL: 1:500-1: 3000
NS FE | MURFE 90 kDa / 130 kDa PR 1B
R fBTFESMG
This gene is a member of the cadherin super family, genes encoding calcium-dependent, fEFEEM: BREIZHE -20°CTEE—F, #RR SRR,
membrane-associated glycoproteins. Mapped to a previously identified cluster of cadherin fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
genes on chromosome 16q22.1, the gene localizes with super family members CDH1, CDH3, BEEERM 500 H AR ENR.

CDH5, CDH8 and CDH11. The protein consists of an extracellular domain containing 6 cadherin
domains, a transmembrane region and a truncated cytoplasmic domain but lacks the
prosequence and tripeptide HAV adhesion recognition sequence typical of most classical
cadherins.
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WB # Cadherin 16 BE (S K135859). IHC #3 Cadherin 16 EE(5S K135859). IF # Cadherin 16 ZE(S K135859)(4T) .
BS: 2 RIPABRISS KSC2002BHEEFE.  HS: KRS, I%SBHE (K2 KS61101) BE BE: R, A%SREE (K2 KSG1101) B
$177): 3%BRBS AR IR(55S KSGC310001)AF TBST AR,  12-24 /B, 12-24 1\BY,
EEEE 1/, HRES FEBIEEERETY, pH6.0) (KSG1201), HEEE: Tris-EDTA HUBHEE(pH 9.0) (KSG1203),
—¥1: 1: 1000 #%%%, 4°C HEER. 98°C, 20 3 ¥h. 98°C, 20 43¥.
T HRP AREL G 1gG (H+L) (525 KB69909), 1:  —#1: 1: 1800 %%, 4°C MEE®R $44: 3% BSA (35S KSGC305010) HJ PBS &R, &
5000 1, RS 1 /1. Z# S-vision RN SE— wmaérga) BIRE (3% EEEE 30 D
S KB3906), =BiFE 20 9 —¥1: 1: 1800 #51%, 4°C B IR,
I Cy3 FRIRLLEHS 1gG (H+L) (552 KB63909), 1:
300 #E, =RMEA 1/,
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