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Inward rectifier K(+) channel Kir6.2, Potassium
IES channel, Kcnjll, inwardly rectifying subfamily J Yigh: R, KE
member 11
RER KLH fBEXE9/\E Kir6.2 & RAK FERREL: 1:500-1: 1000
Uniprot ID Q61743
MBTR IgG FEMERES: O
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Kir6.2 (also known as BIR or IKATP), encoded by the KCNJ11 gene, is the pore-forming unit of EFEEMS: BREIZ B -20°CTE—F, Bk EFR.
the ATP-sensitive K+ channel, an inward-rectifier potassium ion channel. Kir6.2 is controlled by fETFEMK: & 0.15% ProClin300 BAfE5I, 100 ug/mL &1
G-proteins and is found associated with the sulfonylurea receptor (SUR) to constitute the EAREM 50%H MAVEA T MR,
ATP-sensitive K+ channel. The KCNJ11 gene is located at 11p15.1 and has no intron. Mutations
in KCNJ11 are a cause of familial persistent hyperinsulinemic hypoglycemia of infancy (PHHI),
an autosomal recessive disorder characterized by unregulated insulin secretion.
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